Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.050; wR factor = 0.143; data-to-parameter ratio = 25.1.
Refinement R[F 2 > 2(F 2 )] = 0.050 wR(F 2 ) = 0.143 S = 1.01 6666 reflections 266 parameters H-atom parameters constrained Á max = 0.32 e Å À3 Á min = À0.47 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry code: (i) Àx; y À 1 2 ; Àz þ 1 2 . Cg1 is the centroid of the C18-C23 ring.
Data collection: APEX2 (Bruker, 2004); cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) ; software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009). useful as tranquilisers (Bochringer & Soehne, 1961) and possess hyposensitive activity (Severs et al., 1965) , and a combination of stimulant and depressant effects on the central nerves system (Ganellin & Spickett, 1965) , as well as bactericidal, fungicidal and herbicidal activities (Mobio et al., 1990) .
The piperidine ring adopts a distorted boat conformation (Fig. 1) . The C2 and C5 atoms deviate by 0.661 (2) Å and 0.449 (2) Å, respectively from the N1/C3/C4/C6 plane. The Cremer and Pople (1975) puckering parameters are Q = 0.673 (2)Å, θ = 82.33 (13)° and φ = 75.53 (12)°, and asymmetry parameters Δ s (C2) = Δ s (C5) = 17.65 (13)° (Nardelli, 1983) . The methoxyphenyl rings A(C9-C14) and B(C18-C23) are in axial [C9-C2-C3-C4 = -67.26 (15)°] and equatorial [C4-C5-C6-C18 = 169.34 (12)°] orientations, respectively. The methyl groups at C3 position of the piperidine ring are in equatorial and axial orientations, as can be seen from the torsion angles N1-C2-C3-C16 of -174.25 (13)° and N1-C2-C3-C17 of -54.95 (16)°. The sum of bond angles around atom N1 [359.0°] of the piperidine ring is in accordance with sp 2 hybridization (Beddoes et al., 1986) . The C═O and C-Cl bonds of the chloroacetyl group are twisted with respect to the C-C bond by an angle of 97.54 (16)°. An intramolecular C-H···Cl interaction is observed.
The crystal packing is controlled by weak C-H···π intermolecular interactions. Atom C24 at (x,y,z) acts as a donar to the C18-C23 phenyl ring (centroid Cg1) of the molecule at (-x,-1/2+y,1/2-z) through H24B, with a H···Cg1 separation of 2.78Å. The C-H···π interactions form a zig-zag chain along the b axis, as shown in Fig. 2 .
Experimental r-2,c-6-Bis(4-methoxyphenyl)-c-3,t-3-dimethylpiperidin-4-one (2 g) was dissolved in benzene (30 ml). To this solution triethylamine (2 ml) and chloroacetylchloride (0.90 ml) were added and the reaction mixture was allowed to reflux on a water bath for 8 h. The organic layer was dried over anhydrous sodium sulphate, and concentrated. The resulting mass was purified by recrystallisation from petroleum ether (60-80°C).
Refinement
H atoms were positioned geometrically (C-H = 0.93 -0.98Å) and allowed to ride on their parent atoms, with U iso (H) = 1.5U eq (C) for methyl H and 1.2U eq (C) for other H atoms. A rotating group model was used for the methyl groups. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C2 0.67796 (11) 0.51678 (14) 0.0522 (9) 0.0340 (8) 0.0487 (9) −0.0010 (7) 0.0108 (7) 0.0069 (7) supplementary materials sup-5 C9 0.0337 (7) 0.0306 (7) 0.0403 (7) 0.0056 (5) −0.0024 (6) −0.0017 (6) C10 0.0457 (9) 0.0375 (8) 0.0477 (9) −0.0046 (7) −0.0070 (7) 0.0052 (7) C11 0.0558 (10) 0.0503 (10) 0.0469 (9) −0.0004 (8) −0.0009 (7) 0.0113 (7) C12 0.0490 (9) 0.0542 (10) 0.0404 (8) 0.0116 (8) −0.0067 (7) −0.0022 (7) C13 0.0422 (9) 0.0585 (11) 0.0526 (10) −0.0019 (8) −0.0102 (7) −0.0074 (8) C14
0.0379 (8) 0.0472 (9) 0.0465 (9) −0.0026 (7) −0.0017 (6) 0.0023 (7) C15 0.0526 (11) 0.136 (2) 0.0490 (11) 0.0212 (13) −0.0153 (9) −0.0217 (12) C16 0.0656 (11) 0.0311 (8) 0.0710 (12) 0.0096 (8) −0.0080 (9) −0.0120 (8) C17 0.0717 (12) 0.0488 (10) 0.0389 (8) 0.0001 (9) −0.0053 (8) −0.0079 (7) C18 0.0323 (7) 0.0264 (6) 0.0361 (7) −0.0001 (5) 0.0051 (5) 0.0008 (5) C19 0.0417 (8) 0.0329 (7) 0.0379 (7) 0.0053 (6) −0.0003 (6) 0.0012 (6) 
